In a previous study, we isolated one cDNA clone (214083) from tobacco cells that is expressed early after protoplast isolation (Marty et al., 1993) . It contains an incomplete open reading frame showing strong homology to the human sequence (M73791) that has been described,as coding for a suppressor of Wilms' tumor (Weissman et al., 1987; Dowdy et al., 1991) .
In this paper, we report the isolation of an Arabidopsis thaliana cDNA clone containing a complete open reading frame homologous to the Wilms' tumor suppressor gene. A cDNA library from immature siliques of A. thaliana cv Columbia was constructed by J. Giraudat (Institut des Sciences Végétales at Gif-Sur-Yvette) in X Zap 11. The library was screened with the radiolabeled 620-bp tobacco cDNA (Table I) .
Of 150,000 plaques, 82 were positive after the first round of screening. Ten cDNA clones were chosen for further analysis, eight of which remained positive after the last screening. After in vivo plasmidization, the clones contained inserts of approximately 850 bp, as determined on agarose gels. Three hundred nucleotides of 3' and 5' sequence were determined for the eight clones, which appear to be identical. One 880-bp nucleotide was completely sequenced (Fig. 1 ).
The strong homology between different sequences was unnoticed previously. It appears that a11 of these clones encode very similar proteins. Although the ability of this gene to suppress the tumoral phenotype of human Wilms' tumor cells is the only described function, both the high level of mRNA in different tissues and the correlations of encoded protein sequence from man to plant suggest that the product participates in a basal cellular function. The GenBank accession number for the sequence reported in this article is 215157. 
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